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Supporting Information 3 -Quality parameter results of structural alignment of fungal A-domains and MPLs with SlgN1. Models were further used for visualization as shown in Figure 1 .
Supporting Information 4 -MLPs co-purify with full-length ACVS. ACVS from N. lactamadurans and MLPs were co-expressed and ACVS was purified using the C-terminal His6-Tag. Equal amount of proteins from CFE and elution fraction were resolved on 5% and 17% acrylamide SDS-PAGE gels. The NRPS and the MLPs are indicated with red arrows. The co-purification pattern shows that ComB, Tcp13 and Teg7 can interact and show strong interactions with ACVS while Veg8 and CdaI both do not interact with any of the 3 A-domains from ACVS. M = marker; CFE = cell free extract; E = elution fraction. 6-Aminopenicillanic acid 6-APA 217.06 Supporting Information 9 -Overview of P. chrysogenum strains used in this study
Supporting Information 5 -
C8H12N2O3S 1.8 δ-(L-α-Aminoadipyl)-L- cysteinyl-D-
